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4 1. 



3 
4 
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9 
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C--> 15 
C--> 15 

15 
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input Set : A:\218472US0X.txt 

Output Set: N:\CRF3\03012002\J075460.raw 

<110> APPLICANT: MOCKEL, BETTINA 
BATHE, BRIGITTE 
HANS , STEFAN 
KREUTZER, CAROLINE 
HERMANN , THOMAS 
PFEFFERLE, WALTER 

< 120 > N^EOTZDE SEO^CES WHICH CODE EOK THE rpsE CE»E 

<130> FILE REFERENCE: 218472US0X 

<140> CURRENT APPLICATION NUMBER: US/10/075,460 
<141> CURRENT FILING DATE: 2002 -°2-^ 

<150> PRIOR APPLICATION NUMBER: DE 10107230.9 
<151> PRIOR FILING DATE: 2001-02-16 
<150> PRIOR APPLICATION NUMBER: DE 10162386.0 
<151> PRIOR FILING DATE: 2001-12-19 
<160> NUMBER OF SEQ ID NOS : 14 
<170> SOFTWARE: Patentln version 3.1 
<210> SEQ ID NO: 1 
<211> LENGTH: 1775 
<212> TYPE: DNA 

<213> ORGANISM: Corynebacterium glutamicum 
<220> FEATURE: 
<221> NAME/KEY: CDS 
<222> LOCATION: (500).. (880) 
<223> OTHER INFORMATION: 

SSSb KS= « 5SSS 5SSS 

Si Sss ?=: sr i= =5 
ssss ssss sss sss Ssss 

cgggccccaa aaagagcccc cttttttgcg tgtctggaca ctttttcaaa tccttcgcc 
Sgacaagct cagccttcgt gttcgtcccc cgggcgtcac ^cagcagtt aaagaacaac 

— - ~ 2 S £ S 2 S 2 !S S 5 S 

1 5 10 

5 S S 5 = S S a K £ S S 2 5 ffi 2 

s = s s s s s s s s s s ff = » s 

30 35 40 



60 
120 
180 
240 
300 
360 
420 
480 
532 



580 



628 
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PATENT APPLICATION: US/10/075,460 



DATE: 03/01/2002 
TIME: 11:45:56 



inout Set : A:\218472US0X.txt 

oStput Set: N:\CRF3\03012002\J075460.raw 

g s - = « s 2 s s « s a g 5 £ - = 

S E S. a js - E s s S ffi S E = = = = 

?; «. «- «, s. s , f 2f s «, s s «. 

74 Glu His Ser Met Val Leu Val Arg Gly Gly Arg ^ 

75 80 ™t- aar oca ctq gat acc cag ggt gtt 

77 ggt gtc cgt tac aag ate gtc cgt ggc gca ctg g ^ ^ ^ ^ 

78 Gly Val Arg Tyr Lys He Val Arg Giy a iQ5 

79 95 nnt tec ccq eta egg cgc gaa gag ggg ata 

81 aag gac cgc aag cag get cgt tec ccg jg ^ ^ Qly ne 

82 Lys Asp Arg Lys Gin Ala Arg bei r ^ 

85 att aaa III gcg taaatcagca gctcctaagc gtccagtagt tcaggaccct 

86 He Lys Asn Ala 

87 125 «.„„* tarccaactc qtaaacaaga tcctcatcgg tggcaagaag 
89 gtatacaagt ccgagctcgt tacccagctc gtaa * accqtqagaa gaccggcacc 
91 Lcaccgcag agegcategt etaeggtgea ctcgagatct £cgtgg . * gt 
93 gatccagtag gaaccctcga ^aggctctc ^aacgtgc 9 9 agagcgcgca 
95 tcccgccgtg ttggtggcgc tacctaccag ggccagtgg g y gaacacca tg 
97 aacaccctcg -ctgcgttg Jttggtaacc ttcacccgtc g^g g^ ttccgtgaag 
99 ategagegtc ttgeaaaega ^"^^ ^cag y ccttcgctca ctaccgctgg 
101 cgtcgcgaag acacccacaa ^tggcagag ^caaccgcg J cggcgccctt 
103 tagtactgee aagacatgaa agcccaatca ccttxa g tagtctcatt 
105 cacatttgaa taagctggca gcctgcgttt ettcaaggeg ^tggg ta 
107 aatgcagttc accgctgtaa gatagctaaa tagaaacact ggC aaaatgt 
109 aaaaatccat gtcacttgcc tcgagcgtgc tgettgaate J £ a tggatac 
111 aacaagagaa ttatcegtag ^gacaaact "ttaatact tggg 9 tggcacaag 
S SSSS 2£££ =SSS ^ggegcac ategatgetg 
117 gtaagaccac gacca 

120 <210> SEQ ID NO: 2 

121 <211> LENGTH: 127 
19? <212> TYPE: PRT 

123 <213> ORGANISM : corynebaeterlum glutamics 

S rProThfne Sin Sin Leu V.! «, Lys 01, « His AS P Lys Ser 
Si L. Lys V,! .1. Thr »U »la Leu Lys sly ser Pro sin «, » g sly 
111 v.l cys Thr «, v,l Tyr Thr Thr Thr Pro Lys Lys Pro „» ser Ms 
Le» «, lys v.l »U v.l " g Leu Thr ser sly He slu v,l ser 
I!" »u Tyr Ue Pro Sly Slu sly His *s„ Leu Sin Slu His Ser Met v.l 

7 0 

"1 leu v.1 «, Sly Sly Ar g v.l Lys As P Lea Pro sly v,l «, Tyr Lys 



676 



724 



772 



820 



868 



920 



980 

1040 

1100 

1160 

1220 

1280 
1340 
1400 
1460 
1520 
1580 
1640 
1700 
1760 
1775 
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RAW SEQUENCE LISTING DATE: 03/01/2002 

PATENT APPLICATION: US/10/075,460 TIME: 11:45.56 

Input Set : A:\218472US0X.txt 

Output Set: N:\CRF3\03012002\J075460.raw 

85 90 95 

III lie Val Arg Gly Ala Leu Asp Thr Gin Gly Val Lys Asp Arg Lys Gin 

152 100 105 11 , 

155 Ala Arg Ser Pro Leu Arg Arg Glu Glu Gly He lie Lys Asn Ala 

156 H5 120 125 

159 <210> SEQ ID NO: 3 

160 <211> LENGTH: 1775 

161 <212> TYPE: DNA 

162 <213> ORGANISM: Corynebacterium glutamicum 

164 <220> FEATURE: 

165 <221> NAME/KEY: CDS 

166 <222> LOCATION: (500).. (880) 

167 <223> OTHER INFORMATION: 

170 <400> SEQUENCE : 3 aatcttcaaa 60 



: re a a ^gt tota agtggcgggc attccatgct ttggaggagc gatcttcaaa 
173 ttcctccaaa gtgagttgac ctcgggaaac agctgcagaa agttcatcca cgacttggtt 
175 tcggttaagg tcagtggcga gcttctttgc tggttcgttt ccttgaggaa cagtcatggg 
17 aaccattS acaaggga^t tggtgttttc tgcggctagc tgataatgtg aacggctgag 
179 tcccactctt gtagttggga attgacggca cctcgcactc "gcgcggta tcgcccctgg 
181 ttttccaqqa cgcggtggcg catgtttgca tttgatgagg ttgtccgtga catgtttggt 
ill cgggccccaa aaagagcccc cttttttgcg tgtctggaca ctttttcaaa tccttcgcca 

tcgacaagct cagLJtcgt gttcgtcccc cgggcgtcac gtcagcagtt -agaacaac 

187 tccgaaataa ggatggttc atg cca act att cag cag ctg gtc cgt aag ggc 
IB/ rccg ^ ^ t Leu val Arg Lys Gly 



1 5 10 



196 



Pro III III S 55 val c y s inr val nr Thr Thr Thr Pre «, 

35 40 



120 
180 
240 
300 
360 
420 
480 
532 



188 

191 cqc cac gat aag tec gec aag gtg get acc gcg gea ctg aag ggt tec 580 

192 Arg His Lp Lys Ser Ala Lys Val Ala Thr Ala Ala Leu Lys Gly Ser 

15 20 ^ 

III cct «, =,t c 5 t ,ta t 9 c acc c g t Jt ? tac acc acc acc cct a gg 628 



1Q7 30 an a 

199 aag cct aac tct get ctt cgt aag gtc get cgt gtg cgc ctt acc tec 67 6 

200 Lys Pro Asn Ser Ala Leu Arg Lys Val Ala Arg Val Arg Leu Thr Ser 

203 qqc aL gag gtt tec get tac ate cct ggt gag ggc cac aac ctg cag 724 

204 Gly Ue Glu Val Ser La Tyr lie Pro Gly Glu Gly His Asn Leu Gin 

205 60 65 70 

207 qaq cac tec atg gtg etc gtt cgc ggt ggt cgt gtt aag gac etc cca 

208 tl His Ser Me? Val Leu Val Arg Gly Gly Arg Val Lys As P Leu Pro 

209 80 85 90 

211 ggt gtc cgt tac aag ate gtc cgt ggc gca ctg gat acc cag ggt gtt 

212 Gly val Arg Tyr Lys lie Val Arg Gly Ala Leu Asp Thr Gin Gly Val 

213 95 100 105 

215 aag gac cgc aag cag get cgt tec ceg eta egg cgc gaa gag ggg ata 

216 Lys Asp Arg Lys Gin Ala Arg Ser Pro Leu Arg Arg Glu Glu Gly He 

219 att aaa aaJ gcg taaatcagca gctcctaagc gtccagtagt tcaggaccct 920 

220 He Lys Asn Ala 

221 125 



820 
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PATENT APPLICATION: US/10/075 r 4 60 
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Input Set : A:\218472US0X.txt 

Output Set: N:\CRF3\03012002\J075460.raw 

223 gtatacaagt ccgagctcgt tacccagctc gtaaacaaga tcctcatcgg tggcaagaag 
225 tccaccgcag agcgcatcgt ctacggtgca ctcgagatct gccgtgagaa gaccggcacc 
227 gatccagtag gaaccctcga gaaggctctc ggcaacgtgc gtccagacct cgaagttcgt 
229 tcccgccgtg ttggtggcgc tacctaccag gtgccagtgg atgttcgccc agagcgcgca 
231 aacaccctcg cactgcgttg gttggtaacc ttcacccgtc agcgtcgtga gaacaccatg 
233 atcgagcgtc ttgcaaacga acttctggat gcagccaacg gccttggcgc ttccgtgaag 
235 cgtcgcgaag acacccacaa gatggcagag gccaaccgcg ccttcgctca ctaccgctgg 
237 tagtactgcc aagacatgaa agcccaatca cctttaagat caacgcctgc cggcgccctt 
239 cacatttgaa taagctggca gcctgcgttt cttcaaggcg actgggcttt tagtctcatt 
241 aatgcagttc accgctgtaa gatagctaaa tagaaacact gtttcggcag tgtgttacta 
24 3 aaaaatccat gtcacttgcc tcgagcgtgc tgcttgaatc gcaagttagt ggcaaaatgt 
24 5 aacaagagaa ttatccgtag gtgacaaact ttttaatact tgggtatctg tcatggatac 
247 cccggtaata aataagtgaa ttaccgtaac caacaagttg gggtaccact gtggcacaag 
249 aagtgcttaa ggatctaaac aaggtccgca acatcggcat catggcgcac atcgatgctg 
251 gtaagaccac gacca 

254 <210> SEQ ID NO: 4 

255 <211> LENGTH: 127 

256 <212> TYPE: PRT 

257 <213> ORGANISM: Corynebacterium glutamicum 
259 <400> SEQUENCE: 4 

261 Met Pro Thr He Gin Gin Leu Val Arg Lys Gly 

262 1 5 



Arg His 

265 Ala Lys Val Ala Thr Ala Ala Leu Lys Gly Ser Pro Gin 



10 



266 



20 



25 



269 Val Cys Thr Arg Val Tyr Thr Thr Thr Pro Arg 

270 35 40 

273 Leu Arg Lys Val Ala Arg Val Arg Leu Thr Ser 

274 50 55 

277 Ala Tyr He Pro Gly Glu Gly His Asn Leu Gin 

278 65 70 75 
281 Leu Val Arg Gly Gly Arg Val Lys Asp Leu Pro 



Lys Pro 
45 

Gly He 
60 

Glu His 



282 
285 
286 



Gly Val 

He Val Arg Gly Ala Leu Asp Thr Gin Gly Val Lys Asp 



85 



90 



100 



105 



289 Ala Arg Ser Pro Leu Arg Arg Glu Glu Gly He 



290 



120 



115 

293 <210> SEQ ID NO : 5 

294 <211> LENGTH: 5099 

295 <212> TYPE: DNA 

296 <213> ORGANISM: Corynebacterium glutamicum 

298 <220> FEATURE: 

299 <221> NAME/KEY: 

300 <222> LOCATION: 

301 <223> OTHER INFORMATION: 

304 <400> SEQUENCE: 5 

305 acaatgtgac tcgtgatttt tgggtggatc agcgtaccgg 
307 aaaatattga tgatttttac ggcgaccgca gcggccagaa 
309 tcgacgcctc cctcgacgat gcagctgtct ctaagctggt 
311 ctgatggaga tgtgagcaaa atcgcaaata ccgtaggtat 



He Lys 
125 



Asp 


Lys 


Ser 




15 




Arg 


Arg 


Gly 


30 






Asn 


Ser 


Ala 


Glu 


Val 


Ser 


Ser 


Met 


Val 






80 


Arg 


Tyr 


Lys 




95 




Arg 


Lys 


Gin 


110 






Asn 


Ala 





CDS 
(702) 



. (4196) 



tttggttgtc gatctagctg 
gtacgaacag aaattgcttt 
tgcacaggcc gaaagcatcc 
tgtgatcggt gcggtattgg 



980 
1040 
1100 
1160 
1220 
1280 
1340 
1400 
1460 
1520 
1580 
1640 
1700 
1760 
1775 



60 
120 
180 
240 
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Output Set: N:\CRF3\03012002\J0754 60.raw 



313 


ctctcgtggg 


cctggccggg tgttttgggg cgtttgggaa 


gaaaegtega 


gaagcttaac 


300 


315 


ctgctgttca 


aatagatttt ccctgtttcg aattgcggaa 


accccgggtt 


tgtttgctag 


360 


317 


ggtgcctcgt 


agaaggggtc aagaagattt ctgggaaacg 


cgcccgtgcg 


gttggttgct 


420 


319 


aatagcacgc 


ggagcaccag atgaaaaatc tcccctttac 


tttcgcgcgc 


gattggtata 


480 


321 


ctctgagtcg 


ttgcgttgga attegtgact etttttegtt 


cctgtagcgc 


caagaccttg 


' 540 


323 


atcaaggtgg 


tttaaaaaaa ccgatttgac aaggtcattc 


agtgctatct 


ggagtcgttc 


600 


325 


agggggatcg 


ggttcctcag cagaccaatt gctcaaaaat 


accageggtg 


ttgatctgea 


660 


327 


cttaatggcc 


ttgaccagcc aggtgeaatt acccgcgtga 


g gtg ctg gaa gga ccc 


716 


328 
























Val Leu Glu Gly Pro 




329 
























1 








5 




331 


ate 


tta 


gca 


gtc 


tec 


cgc 


cag 


acc 


aag 


tea 


gtc 


ate 

ZD *~ 


aat 


att 


ccc 


crat 


764 


332 


lie 


Leu 


Ala 


Val 


Ser 


Arg 


Gin 


Thr 


Lys 


Ser 


Val 


Val 


Asp 


He 


Pro 


Gly 




333 










10 










15 










20 






335 


gca 


ccg 


cag 


cgt 


tat 


tct 


ttc 


GCG 

y ^y 


aag 


atcr 
y L y 


tec 


aca 

ZJ ^ 


CCC 


att 


aaa 

ZJ z) 


ata 

ZJ ^ ZJ 


812 


336 


Ala 


Pro 


Gin 


Arg 


Tvr 


Ser 


Phe 


Ala 


Lys 


Val 


Ser 


Ala 


Pro 


He 


Glu 


Val 




337 








25 










30 










35 








339 


ccc 


GGG 

y y y 


eta 


eta 


gat 


ctt 


caa 


eta 
^ L -y 


gat 


tct 


tac 


tec 


taa 

J ZJ 


eta 


att 


QCft 

ZJ ZP *- 


860 


340 


Pro 


Glv 


Leu 


Leu 


Asp 


Leu 


Gin 


Leu 


Asp 


Ser 


Tvr 


Ser 


Trp 


Leu 


He 


Gly 




341 






40 










45 










50 










343 


acg 


cct 


aaa 


tcrcr 
*-y y 


cert 
^y u 


get 


cgt 


cag 


aag 


gaa 


gaa 


ttc 


aac 

z3 z3 x -" 


aaa 


aaa 

ZJ ZJ 


gee 


908 


344 


Thr 


Pro 


Glu 


TrD 


Arg 


Ala 


Arg 


Gin 


Lys 


Glu 


Glu 


Phe 


Gly 


Glu 


Gly 


Ala 




345 




55 










60 










65 












347 


cgc 


gta 


acc 


age 


GGC 

y y v - 


ctt 


gag 


aac 


att 


etc 


aaa 
y ^y 


aaa 

ZJ ZJ 


etc 


tec 


cca 


ate 


956 


348 


Arg 


Val 


Thr 


Ser 


Glv 


Leu 


Glu 


Asn 


He 


Leu 


Glu 


Glu 


Leu 


Ser 


Pro 


He 




349 


70 










75 










80 










85 




351 


cag 


gat 


tac 


tct 


aaa 


aac 


atg 


tec 


ctg 


age 


ctt 


teg 


aaa 


cca 


cac 


ttc 


1004 


352 


Gin 


Asp 


Tvr 
± i J - 


Ser 


Glv 


Asn 


Met 


Ser 


Leu 


Ser 


Leu 


Ser 


Glu 


Pro 


Arg 


Phe 




353 










90 










95 










100 






355 


gaa 


gac 


ate 


aag 


aac 


acc 


att 


gac 


aaa 

y "-y 


z) ^z) 


aaa 


gaa 


aag 


gac 


ate 


aac 


1052 


356 




A on 


Val 


j_i_y o 




± 1L± 


He 


Asp 




Ala 


T .\T C3 

j-i y o 


Glu 


Lys 


Asp 


He 


Asn 




357 








105 










110 










115 








359 


tac 


gcg 


gcg 


cca 


ctg 


tat 


gtg 


acc 


gcg 


gag 


ttc 


gtc 


aac 


aac 


acc 


acc 


1100 


360 


Tyr 


Ala 


Ala 


Pro 


Leu 


Tyr 


Val 


Thr 


Ala 


Glu 


Phe 


Val 


Asn 


Asn 


Thr 


Thr 




361 






120 










125 










130 










363 


ggt 


gaa 


ate 


aag 


tct 


cag 


act 


gtc 


ttc 


ate 


ggc 


gat 


ttc 


cca 


atg 


atg 


1148 


364 


Gly 


Glu 


He 


Lys 


Ser 


Gin 


Thr 


Val 


Phe 


He 


Gly 


Asp 


Phe 


Pro 


Met 


Met 




365 




135 










140 










145 












367 


acg 


gac 


aag 


gga 


acg 


ttc 


ate 


ate 


aac 


gga 


acc 


gaa 


cgc 


gtt 


gtg 


gtc 


1196 


368 


Thr 


Asp 


Lys 


Gly 


Thr 


Phe 


He 


He 


Asn 


Gly 


Thr 


Glu 


Arg 


Val 


Val 


Val 




369 


150 










155 










160 










165 




371 


age 


cag 


etc 


gtc 


cgc 


tec 


ccg 


ggc 


gtg 


tac 


ttt 


gac 


cag 


acc 


ate 


gat 


1244 


372 


Ser 


Gin 


Leu 


Val 


Arg 


Ser 


Pro Gly 


Val 


Tyr 


Phe 


Asp 


Gin 


Thr 


He 


Asp 




373 










170 










175 










180 






375 


aag 


tea 


act 


gag 


cgt 


cca 


ctg 


cac 


gee 


gtg 


aag 


gtt 


att 


cct 


tec 


cgt 


1292 


376 


Lys 


Ser 


Thr 


Glu 


Arg 


Pro 


Leu 


His 


Ala 


Val 


Lys 


Val 


He 


Pro 


Ser 


Arg 




377 








185 










190 










195 








379 


ggt 


get 


tgg 


ctt 


gag 


ttt 


gac 


gtc 


gat 


aag 


cgc 


gat 


teg 


gtt 


ggt 


gtt 


1340 


380 


Gly 


Ala 


Trp 


Leu 


Glu 


Phe 


Asp 


Val 


Asp 


Lys 


Arg 


Asp 


Ser 


Val 


Gly 


Val 




381 






200 










205 










210 
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